ISHAM WORKING GROUP
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Name(s) of coordinator(s), including title, proposing the working group

Arun Balajee PhD
Chief, Molecular Epidemiology Unit
Mycotic Diseases Branch

Centers for Disease Control and Prevention.

Coordinator(s) full contact information, including voice/fax numbers

1600 Clifton Rd, Mailstop G-11
Atlanta GA 30333.

Tel 404 639 3337

Fax 404 639 3546

Email: fir3@cdc.gov
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Please provide a brief description (500-1000 words) of the working group, including its
objectives and expected outcomes, with a timeline as to when the outcomes will be met

Molecular methods for species identification have catapulted fungal species identification into an era where
identification formats are more rapid and objective and not subject to interobserver variations. At the same
time, clinical microbiology laboratories outside of the research arena are being inundated with availability of a
multitude of different genes, numerous commercial and publicly available databases, multiple tools and
procedures for species identification. To further the concept of a consensus fungal sequence based
identification scheme, a consortium of international excerpts was created. This forum was formed to:

1. Understand the clinical significance of the various species within the species complexes in the genera
Aspergillus, Fusarium and for the several genera of Zygomycetes in the Order Mucorales.

2. Share research data on multi locus sequence analyses/phylogenetic species recognition pertaining to
the above genera.

3. Evaluate validity of a single “universal” gene sequence typing strategy for species identification in a
clinical laboratory — eg. ITS sequencing to delineate Aspergillus based on data available.

4. Explore the possibility of proposing cut-off criteria for species identification using percent identity
scores using the above loci

5. Explore the use of protein coding locus/ loci (2 or 3) specifically for identification within the species
complex —eg. elongation factor for Fusarium

6. Understand the utility of molecular phylogenetics to identify/recognize species in a clinical lab setting.
Availability / design of such a tool to a clinical microbiology.

7. Provide guidelines to compare sequences in public databases for identification and to understand the
rationale for maintaining QC strains for id purposes

8. Outline “Standard Operating Procedures (SOP)” for implementing such comparative sequencing
strategies in routine clinical microbiology laboratories: The SOP document will specify gene regions,
primer sets, PCR and cycle sequencing conditions, software necessary to implement such a strategy.
Recommend a flow sheet/algorithm that can be used for species identification.

Consider potential multicenter studies that will further knowledge in this field.

Expected duration of the working group’s operations:

3- 5 years

If you are applying for ISHAM funds, could you please provide the names and contact
information of professional societies, commercial vendors, private foundations, governmental
organizations, etc., from which you have also requested funding for your working groups.

N/A
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If requesting financial support from ISHAM,
please provide a preliminary budget
including the initial sum requested and
justification for each of the items listed

N/A

If ISHAM does provide funding, to whom should the support be directed, e.g., coordinators’
internal funds management organization — NOTE — Funds will NOT be transferred to any

individual.
N/A

Signature of the coordinator(s) — NOTE — electronic signatures are acceptable and only one of
the coordinators needs to sign the document:

Date: 08/01/08 S. Arunmozhi Balajee




