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4. Objectives and expected outcomes for the forthcoming year

In the framework of a large cooperative project between institutes from Brazil,
China and The Netherlands, 600 genomes are being sequenced. This will have a
spin-off with several papers to be published. Main focus areas are CARD9
infections and its relation with chromoblastomycosis, neurotropism, mating
systems and general evolution of pathogenicity in the entire order
Chaetothyriales. In addition, this will provide a better basis for the shift from
phenotypic to phylogenetic taxonomy.

5. Achievements of the Working Group in 2023 (250 words) 1-3

The black yeast order (Chaetothyriales) has long been neglected, but today
receives global attention with the description of numerous new species on the
one hand, and the recognition of a wide spectrum of diseases at the other.
Numerous genomes have already been sequenced. Specialties of pathogenicity
of black yeast-like fungi are being investigated, among which are the prevalence
of infections in CARD9 patients and their relationship with
chromoblastomycosis, and also the special behavior of black fungi infecting
clearly circumscribed groups of cold-blooded animals.
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7. Funding provided by ISHAM in the past 3 years (Budget and year)

We had planned a workshop in Turkyie, but this had to be cancelled due to the
earthquake. A new workshop is planned as a pre-congress activity at ISHAM
2025 in Brazil.



Supplemental material for the new website

8. Working Group Mission Statement

The WG has >300 members, which is too large to manage with a single theme. A
consortium studying extremotolerance now organizes separate meetings,
organized by Nina Gunde-Cimerman (Ljubljana). Also chromoblastomycosis is a
special interest area; a separate ISHAM WG has been founded, which will be
replaced by a team organized by Dallas Smith (Atlanta). The black yeast
consortium focuses on the order Chaetothyriales, with a main research question
being the origin of vertebrate pathogenicity.

9. Upcoming events planned for 2024-2025
Pre-ISHAM congress workshop 2025.
10. Top 3 WG products from the past 5 years

Please include links to manuscripts, meeting reports, position papers or other
outputs from WG activities

11. Images

Please provide a links or attach by email to this report at least one striking
image that can be shared in your WG space for visual impact. Please provide
here a short (one to two sentence) description of all images. All images should
be public domain

12. Working Group members
Please provide a complete list of all WG members

1 The achievement arising from the Working Group with acknowledge its status
within ISHAM by explicitly including the phrase “ISHAM Working Group” in
all public and professional publications, workshop programs, lectures, its
website or similar activities.

2 Achievements of the Working Group include but not limited to the following:

o meeting/workshop/training course/symposium of the working group,

o peer-reviewed publication,

o presentation (symposium, oral or poster paper) from working group during
ISHAM congress,

o contribute material to the main ISHAM website and its regular newsletter.

o Increase ISHAM members, strengthen link between ISHAM and working
group, and enhance visibility of ISHAM.

3 Supporting information for achievements are welcome.



